Key indicators: single-crystal X-ray study; T = 273 K; mean (C-C) = 0.003 Å; R factor = 0.038; wR factor = 0.089; data-to-parameter ratio = 13.1.
In the title compound, C 17 H 13 NO, the azomethine double bond adopts an E conformation. The naphthyl ring system and the benzene ring form a dihedral angle of 8.09 (10) . The nearplanar conformation of the molecule is consolidated by an intramolecular O-HÁ Á ÁN hydrogen bond, which forms an S(6) ring. In the crystal, molecules are arranged in a zigzag fashion parallel to the c axis.
Related literature
For the biological activity of Schiff bases, see: Khan et al. (2009) . For the crystal structure of a closely related Schiff base, see: Aslam et al. (2012) .
Experimental
Crystal data C 17 H 13 NO M r = 247.28 Orthorhombic, Pca2 1 a = 13.6348 (17) Å b = 5.8768 (7) Å c = 15.869 (2) Å V = 1271.5 (3) Å 3 Z = 4 Mo K radiation = 0.08 mm À1 T = 273 K 0.15 Â 0.13 Â 0.10 mm
Data collection
Bruker SMART APEX CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2000) T min = 0.988, T max = 0.992 6852 measured reflections 2300 independent reflections 1655 reflections with I > 2(I) R int = 0.031 Refinement R[F 2 > 2(F 2 )] = 0.038 wR(F 2 ) = 0.089 S = 1.00 2300 reflections 176 parameters 2 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.08 e Å À3 Á min = À0.09 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: SMART (Bruker, 2000); cell refinement: SAINT (Bruker, 2000); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL, PARST (Nardelli, 1995) and PLATON (Spek, 2009 ). The molecular structure is stabilized by an intramolecular O1-H1C···N1 hydrogen bond to form S(6) graph set ring motif. In the crystal structure the molecules are arranged in a zig zag fashion to form sheets parallel to the c-axis (Fig.2) .
2-[(E)-(Naphthalen-2-yl)iminomethyl]phenol
Experimental 4-Chloroaniline (1 ml, 7.29 mmol) was dissolved in analytical grade methanol (10 ml) by continuous stirring followed by the addition of sSalicylaldehyde (0.76 ml, 0.7 mmol) and glacial acetic acid (0.5 ml). The reaction mixture was refluxed at 330-353 K on a hot plate for 2 h with continuous stirring. The progress of the reaction was monitored by TLC. On the completion of the reaction, the product was obtained as dark orange precipitates, which were filtered, washed with distilled water and dried to obtained 1.43 g (77% yield) title compound. The product was dissolved and slow evaporation of a methanol solution affording light yellow crystals suitable for single-crystal X-ray diffraction studies. All chemicals were purchased from Sigma-Aldrich.
Refinement
H atoms on carbon atoms were positioned geometrically with C-H = 0.93 Å, and constrained to ride on their parent atoms with U iso (H)= 1.2U eq (C). The H atoms on the oxygen (O-H = 0.858 (10) Å) was located in difference Fourier maps and refined isotropically. Due to lack of sufficient anamolous effects, an absolute structure was not determined and the Friedle pairs (1082) were not merged. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Computing details

2-[(E)-(Naphthalen-2-yl)iminomethyl]phenol
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
